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1. Clinical Tools 



Clinical tools 

• General info: 

- Cancer.gov 

• Clinical trials: 

– Clinicaltrials.gov 

• Adjuvant treatment: 

– Adjuvant! Online 



Cancer.gov 





Many dictionaries 

• NCI dictionary of Cancer Terms 

• NCI Drug dictionary 

• Glossary of statistical terms 

• Glossary of Genetic terms 



ClinicalTrials.gov 





Adjuvant! Online 



Note of caution! 



2. Research databases 



Research databases 

• Gene Expression Omnibus: www.ncbi.nlm.nih.gov/geo/ 

• Array Express: www.ebi.ac.uk/arrayexpress/ 

• EGA (European Genome-phenome Archive) 

 

• METABRIC  

• TCGA 

• ICGC 

• The Cancer Cell Line Encyclopedia 

 



METABRIC  
(Molecular Taxonomy of Breast Cancer International Consortium) 



METABRIC  
(www.ebi.ac.uk/ega/studies/EGAS00000000083) 



TCGA/ICGC 
(The Cancer Genome Atlas/ International Cancer Genomics Consortium) 

N=12,807 
N BC= 1,186 

N=11,079 
N BC= 1,098  



The Cancer Cell Line Encyclopedia 
(www.broadinstitute.org/ccle/home) 



3. Research Tools 



Research tools 

• R: a door to many research avenues…! 
(www.bioconductor.org) 

 

• GSEA (www.broadinstitute.org/gsea/) 

• MSigDB (http://www.broadinstitute.org/gsea/msigdb/index.jsp) 

• DAVID (http://david.abcc.ncifcrf.gov/) 

• Oncomine (www.oncomine.org) 

 

 

http://www.broadinstitute.org/gsea/msigdb/index.jsp
http://david.abcc.ncifcrf.gov/
http://david.abcc.ncifcrf.gov/
http://david.abcc.ncifcrf.gov/


GSEA & MSigDB 

• Gene Set Enrichment Analysis (GSEA) is a 
computational method that determines 
whether an a priori defined set of genes 
shows statistically significant, concordant 
differences between two biological states  
(e.g. phenotypes).  

• The Molecular Signatures Database (MSigDB) 
is a collection of annotated gene sets for use 
with GSEA software.  



Annotation of mutations 

• COSMIC 
(http://cancer.sanger.ac.uk/cancergenome/projects/cosmic) 

• Oncotator (www.broadinstitute.org/oncotator) 

• Annovar (http://www.openbioinformatics.org/annovar) 

 

• DGIdb (dgidb.genome.wustl.edu) 

 

• …! 
 

 

http://www.broadinstitute.org/oncotator
http://www.openbioinformatics.org/annovar


COSMIC 



Cancer Gene Census 





cBioPortal 











DGIdb  
(http://dgidb.genome.wustl.edu/) 



A note of caution however! 

 = activating mutations 
 
= Lap-resistant 
 
= No functional effect 
 
= No functional  tests 

Adapted from Bose et al. Can Discovery 2012 



ERBB2 mutations Activity Position Mutation Assessor Provean SIFT PolyPhen II 

L755S Lapatinib-resistance chr17:g.37880220T>C medium Deleterious Damaging Probably damaging 

D769H activating chr17:g.37880261G>C neutral Deleterious Damaging Probably damaging 

V777L activating chr17:g.37881000G>T neutral Neutral Tolerated Benign 

V842I activating chr17:g.37881332G>A neutral Neutral Damaging Probably damaging 

G309A activating chr17:g.37868205G>C low Neutral Damaging Probably damaging 

G309E activating chr17:g.37868205G>A medium Deleterious Damaging Probably damaging 

R678Q no functional effect  chr17:g.37879658G>A low Neutral Tolerated Possibly damaging 

D769Y activating chr17:g.37880261G>T low Deleterious Damaging Probably damaging 

R896C activating chr17:g.37881616C>T low Neutral Tolerated Benign 

S310F activating chr17:g.37868208C>T medium Deleterious Damaging Probably damaging 

I767M no functional effect  chr17:g.37880257C>G neutral Neutral Damaging Probably damaging 

Y835F no functional effect  chr17:g.37881312A>T low Deleterious Damaging Probably damaging 

P780-Y781insertionGSP activating chr17:g.37881011A>AGGGCTCCCC not assessed* Deleterious not assessed* not assessed* 



Thank you for your attention! 


