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Methods for TIL Evaluation

TILs
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Approach

Infinium Methylation Arrays
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¢ Optimize/reduce MeT signature based on

anthracycline response in TOP cohort

MeT using a Machine Learning Approach
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Test MeT Signature for prediction of
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DNA methylation of T cell-related genes (MeT Signature)
reflects lymphocyte infiltration of tumors (TIL) and
predicts response to anthracyclines

e Stability of DNA methylation mark
* Sensitivity of DNA methylation detection assays

* Nature of DNA methylation signal in T cell-related genes (on/off)
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