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BACKGROUND

High precision radiotherapy (RT) techniques, such as stereotactic body radiotherapy (SBRT), are increasingly used in the management of non-resectable early-stage lung cancer and also in oligometastatic disease,
usually with curative intent. However, there is a need for personalized prognosis biomarkers to stratify patients, adapt treatments and assess treatment performance. Although, nowadays, more than 50% of cancer patients
require RT, genomics has not yet been integrated into the clinical practice of Radiation Oncology.
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In patients with early stage or oligometastatic disease treated with RT, integrative genomic profiling showed a wide range of benefits. In this cohort, ctDNA detection during the treatment and MARIA CRISTINA
the follow-up has the potential to assess prognosis and to identify the patients who may benefit from further therapeutic interventions. Liquid biopsy stands as a useful tool for follow-up after RT PETERSON

when diagnostic imaging test can be ambiguous due to post-RT tissue modifications. <Roche>




