Prognosis and efficacy of frontline treatment for HR+ HER2- metastatic breast cancer occurring in gBRCA1/2 carriers
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Population characteristics according to BRCA1/2
status defined at treatment initiation

Survival analysis in the overall population and
according to first line treatment

Background

Conclusions

HR+/HER2- subtype accounts for a significant proportion of

Overall population

breast cancers occurring in germline BRCA1/2 mutation BRCA status S— e In this large real life cohort of pts treated in the pre-
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gical typ
Invasive ductal carcinoma 505 (75.3%) 9146 (72.2%) 134 (79.3%) Patients treated with 1¢ line chemotherapy tu mors
Invasive lobular carcinoma 76 (11.3%) 2177 (17.2%) 13 (7.7%) -
Other 90 (13.4%) 1351 (10.7%) 22 (13.0%) Median Time-varying analysis
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Inconsistent data {n:25] No 507 (750%) 8898 (688%) 136 (800%) ( ; ; )' . y’ . . .
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N h th d d - th - Irst line or maintenance n=13743 n=11210 n=9090 . . . . .
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(6404 endocrine therapy vs 7372 CT +/- encdocrine) No 266 (39.3%) 6092 (47.1%) 46 (27.1%) overall survival
Yes 410 (60.7%) 6838 (52.9%) 124 (72.9%) BRCA 1 1 1
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at 6 months after treatment initiation

Disclosure

proportional hazards model including gBRCA status as a time-dependent variable to avoid the
immortal-time bias. Thus, gBRCA status changes over time. A patient can switch from untested
status to gBRCAm or BRCAwt status.

127 BRCA mutation within 6m (group 1)
568 Testing within 6m but no BRCA mutation (group 2+4)
8421 Without testing within 6m (group 3)

Sensitivity analyses are carried out by defining gBRCA status at different time points to
prevent immortal-time bias: at first line initiation or using a Landmark approach at three
or six months after first line initiation
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* Sensitivity analyses were carried out by defining gBRCA status at different time points to prevent

immaorial-time hiac



