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Whole Genome Sequencing for personalized selection of experimental treatment of advanced solid cancer
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Background Results
Trial specific pre-screenings tests are time and tissue From September 2019 — March 2021, 31 patients underwent a FF tumor biopsy for WGS (Table 1). The
consuming. This complicates personalized experi- tumor types were highly diverse. Median turnaround time between biopsy and WGS reporting was 15
mental treatment of patients who are eligible for days (fig. 2). Two samples were not evaluable due to low tumor purity (fig. 3). In 84% of the patients NN
early phase clinical trials. In this study, the feasibility (26/31) at least one actionable alteration or biomarker was found (fig. 4). A third of the patients (11/31) TvEhigh N N I
of up-front whole genome sequencing (WGS) guided received matched experimental treatment. Reasons for not receiving matched treatment were; absence T —
inclusion in early phase trials was investigated. of a matching trial (n=8), rapid clinical deterioration (n=4) or other (n=2). IF showed tumors with low g .
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The Phase | Unit Molecular Tumor Board (MTB), Erasmus MC Conclusion
Cancer Institute reviewed patients with advanced cancer WGS on fresh frozen tumor biopsies is a feasible tool for
_ without standard-of-care treatment (SOC) options for '.' l.' |-| l-' the selection of personalized experimental therapy in
eligibility for a fresh frozen (FF) tumor biopsy for WGS based

on clinical-pathological features (fig. 1). The MTB consists of 20 20 20 20 20 2 24 ?Q 24 *Q patients with advanced Cance.r without SOC optlons..
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Figure 3. Results and treatment consequences of WGS analysis
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