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Table 1 — Clinicopathologic characteristics and HER2DX scores for the patients associated with RFI (HR per 10-units: 1.39, 95%Cl: 1.09-1.78; p=0.009) but not Figure 3 — IDFS and RFI by HR status (A-B) and tumor size (C-D) in the pooled analysis
included in the pooled analysis of APT/ATEMPT with iDFS (HR per 10-units: 1.18, 0.98-1.42; p=0.09).
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between HER2DX and survival outcomes. [delta of 9.5%)], with a significant difference in both iDFS and RFI. (Figure 2, C-D) Eli Lilly and Roche.




