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INTRODUCTION RESULTS

« Breast Cancer Index (BCI) is a validated multigene assay that reports both
predictive and prognostic results as an aid in clinical decision-making for extended
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Figure 2. Trans-aT Tom continuous risk curve and optimization of BCI cut-point. Figure 3. Stratification of patients into BCI-Low and BCI-High risk groups following optimization of the NO

- prognostic model for late DR.
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Figure 1. Trans-aTTom case flow.

CONCLUSIONS

* In the current study, a BCI prognostic model for NO patients was optimized with an adjusted assay cut-point specifically for late DR (post-5 years from diagnosis) in patients that have completed at
least 4 years of primary adjuvant endocrine therapy in the aTTom trial.

« Patient data from the 5-year arm of the NO subset of the Trans-aTTom cohort

(n=697) were used to evaluate the current BCl model.>¢
« Optimization of the BCI model was performed as follows: * Independent validation of this model in a multi-institutional cohort demonstrated that BCl was significantly prognostic for late DR for patients who were DR-free for 5 years.

« Patients were classified into BCI-Low and BCI-High risk groups with varying
cut-points.

» Additional studies in randomized controlled trials of extended endocrine therapy and/or late recurrence are planned to further validate this optimized BCI NO model.
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« Kaplan-Meier analysis was used to determine 15y distant recurrence-free
survival (DRFS).

« The optimized cut-point was chosen to ensure a 15y DRFS of >95% for
patients classified as BCI-Low risk.
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« The performance of the optimized cut-point was then validated for
prognostication of late DR in a multi-institutional (MGH and UPMC) cohort.

« 312 multi-institutional (MGH and UPMC) patients (47% <55y, 67% T1, 62%
grade 2) were included in the validation set.
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